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Supplementary table. List of primers*, their origin and molecular details.

Locus Repeat Primer sequence (5'—3') | Locus Repeat Primer sequence
code code (5'—>3")
. L F - aaagggtttcaatttcacgc
B. napus derived Ni2-F11 | (GA)z R - gggaaacatactcaccacgc
] F - catggttaaaacaatggecc L F - tttaaagtgtgtttcacaaactgg
Nal0-A08 | (CT)x R - caagaaacaccatcatttctca Ni4-DO4 | (CT)w R - gagttcacaggggctacagg
Nal0-A09 | (GA) F - tcttgagcaaagaaacttgg Ni4-D12 | (CT)us F - accaccatccacagagttcc
R - caaactgagccatacacaaagg R - gcaggacagactgaaagcg
] F- agagaaaaacacttcccgee L F - gaaggtgaggaaactggtgg
Nal0-B08 | (CT)s R- gtgagctttgcgaaacacg Ni4-E03 | (GGC) R - aacctccttctaccgcaace
] F - agccttgttgcttttcaacy L F - agattcgattcaaagtgttgg
Na12-A02 | (CT) R - agtgaatcgatgatctcgee Ni4-FO6 | (GA) R - tccctetagatttcteegee
] F - tcaaagccataaagcaggtg " F - ctgttatgcaaggtcatcge
Na12-A07 | (GT)u R - catcttcaacacgcataccg Ni4-F03 (G R - tgttccaggtgaagaaaccy
Nal2-E02 | (TTG)s F - ttgaagtagttggagtaattggagg Ni4-F11 | (GA)us F - cgtaagtttcaattgtcaacgg
R - cagcagccacaaccttacg R - tcgtacgaaacaatcaacgg
] F - cgtatgtttgttccacctge " F - tgacggctgaagaaaatcag
Nal2-£05 | (CA)o R - actagcaaccacaacggacc Ni4-GO6 | (CA)ss R - gtttaacctaaaccgaaaatc
] F - catgagaacaagatgggttcg " F - atttgacggactcctcttge
Nal2-E09 | (GA)x R - ctgaaacttgagcaaagcce Ni4-G08 | (CT)er R - cacttggtaactctatggatgee
] F - ctatggttcatctttcgecg " F - agactgaaatattttgggacc
Nal4-F11 | (GT) R - catgctccaaccacagtttg Ni4-G10 | (GA)r. R - cgttcttcaacttgttcatcatc
] F - ttccctttattgagcaagcty - F - gatgaacagcaacagcttgg
Nald-G02 | (AG)y R - tcceggtegctaagatattg Ni4-H03 | (GA)z R - caaaatgtcgtttgttagtcttgg
] F - aaacggcttgcattgttctc L F - agagattcaaaccgagtgcc
Nald-G06 | (GT)e R - ggcttgcttgatccagtcte Ni4-HO9 | (CA)s R - ggggctagcttcatcatce
. . ] F- gctacccactcatgtcctetg
B. nigra derived BNBA3 R - ccaagcttatcgaatctcagcta
Ni2-AOL (T-GT)0 F - tgctgctacagacagtgttgg BN12A ] F - gcegttctagggtttgtggga
R - aaaggctacacactcatgaaacc R - gaggaagtgagagcgggaaatca
N ] F - ggaacccaacaagtgagtcc L F - gtccttgagaaactccaccy
Ni2-A07 (T-CAws | . agagcttgagacacataacacc Ni4-B10 | (CT)o R - ccgatcccatttctaatcce
- F - agaattgggattttcattgac - F - tttcgtgctttggtgtgaag
Ni2-A08 (CA) R - tcgtcttccagctttegttt Ni3-CO5 | (AG)ss R - tccccaaatcgaaccataag
N F - ttttgttgcgatcttgaagce N F - aggaagcatttgcgctagtc
Ni2-AL0 (Gt R - acacttcccaatgtcaaacy Ni3-GO5 | (GA)s R - tctacaaccacaacgtccaag
N F - aacaaacaagagtcgaatacgg N F - actgcccttgecttatcttt
Ni2-Al1 (GA) R - aatgccctctaactgagece Ni3-HOZ | (CT)es R - ttgaggaacaaatccttgge
N F - acgatgggttcttcttgtcg " F - acacagaaacatcaaacatacc
Ni2-A12 (€T R - caagaaactttcgaggaaccc Ni4-A03 | (CT)so R - ggaccggttttatttgttcg
Ni2-B02 (GGO), F - cgctgcaattatacgaaagc Ni4-A09 | (GA)ss F - aaagggcgaagaagcage

R - cctcatgctctccaaagacc

R - tttcttccatttgaccgacc




F - agagattcaaaccgagtgcc
R - ggggctagcttcatcatcc

F- caacgtctccctcacaatcc

Ni2-B07 (CA)ss R - tcgccteactctcaatctee

Ni4-A10 | (GA)r

F - ttacctactacggcgaacgg
R - aggagctcagatcgtcaagg

F - ggtaagaaaatgtctgcgee

Ni2-C08 (CT)20 R - ttgctgcaacttctcattcg

Ni4-B06 | (GT)s

F - acggaagaaatccaacctcg
R - tatgcttggaaatggtttgg

F - agcatcaatcttttgctctgce

Ni2-C09 (CT)3o R - tgcacacaaactccttctce

Ni4-C09 | (CT)u0

F - gatgccccaaatctgttacg
R - caattcgtgaaaaatagccg

F - ataaggccgatgtttcctce

Ni2-D10 (CT)z R - cacagttgctttggatctcg

Ni4-C11 | (CT)s

F - ctcgtctcagggattatgtcg

Ni2-E05 (CTa R - cagacagaggatagaccgaacc

F - gcatgcataactagagagagagaga

B. rapa derived OI10-A09 | (GA)so R - cetttcactcaactaaaccatactc

F - gttttccaaattatcceeeg
R - ttcceatggtttctagaggg

F - cctgaagataggtttgcttce

Ral-A04 (CNa R - acaaatgcaactactaaattgtcg

OI10-A10 | (GA)s

F - ttcaaaggataagggcatcg
R - tettcttcttttgttgtcttecy

F - cacaatttctcagacaaaacgg

Ra2-A01 (GA)19 R - gagctggctcattcaactce

0I10-A1l | (CCG);

F - gacctattttaatatgctgttttacg F - cctettcagtcgaggtetgg

Raz-All CNst | 5. acctcaccggagagaaatce Ol10-B01 | (GA)x R - aatttggaaacagagtcgec

i F - tttaactgctgcaggtcgce ] F - cacgaacgcgagagagagag
Ra2-BO7 CAs | 5. gggcaaatgtgataaatccg Ol10-B02 | (GA)x R - tgcataagctcgaagagacg

. F - aggtaggcccatctctetee ] ] F - atcttcctccacgttcatge
Ra2-E03 CMs | g. ccaaaacttgctcaaaacce Ol10-B04 | (CT-CA) o1 | 5. cgaatcttgaagttctgacce

. F - acacacaacaaacagctcgc ] F - gctttggctegtgtaaatgg
Ra2-E04 GAs | g aacatcaaacctctcgacgg OI10-B06 | (GA)x1 R - catctttggttgtgtatggttagg
Ra2-E11 cT) F - ggagccaggagagaagaagg 0110-807 | (GA) F - aatcaagaagctggaccacg

2 | R - cccaaaacttccaagaaaagc %0 R - accctgaaaccactgtcacc

i F - cctacaaacacataaataaagagagag ] F - aagctgttcgatgaaatgec
Ra2-F04 (GA):2 R - aacaacataaaagattcatttcg Ol10-808 | (GT)w R - acttgtttgcatccattgee

i F - tgaaactagggtttccagce ] F - aaaatgtgaggctgtttggg
Raz2-F11 CTas | g. cttcaccatggttttgtcce Ol10-B11 | (GA)s R - tttcgcagcagtaaacatgg

] F - aaaacgacgtcatattgggc ] F - acgagagagagagagcgtgg
Ra2-G04 CAs2 | g cgcttcttcttctcagtcteg Ol10-B12 | (CA)s R - acatctgaggcgtctgtge

i F - cacaggaaaccgtggctaga ] F - atgactgcttaaacagcgec
Ra3-D02B (CA)as R - aacccaacctcaacgtcttg OI10-C01 | (CT)sa R - cttctccaacaaaagctcgy
Ra3-H10 (GA); F - taatcgcgatctggattcac 0110-C05 | (CT)ss F - ggctacaaaatgtttgataagctct

R - atcagaacagcgacgaggtc R - acctgaaagagaggctacacat

BRMS-034 i F - gatcaaataacgaacggagaga OI10-C10 | (CT)sy
R - gagccaagaaaggacctaagat

F - aagaaggcgtagagattgcc
R - gcagataagattcgagtccce

) _ F - ctgctcgcattttttatcatac )
BRMS-037 R - tacgcttgggagagaaaactat Ol10-DOL | (T)es

F - tctctgccaaaagcaaatagc
R - cttggctctctctcaccace

BRMS-040 i F - tcggatttgcatgttcctgact 0110-D02 | (GA)s,
R - ccgatacacaaccagccaactc

F - catttctcaatgatgaatagttttgg
R - ccattgatatggagatgggg

] ] F - ggatcagttatctgcaccacaa ]
BRMS-042 R - tcggaattggataagaattcaa Ol10-D03 | (CT)zo

F - gccaaagacctcaaagatgg
R - aagccacgtgaagaaagtce

4. ] F - agctcccgacagcaacaaaaga ]
BRMS-042-2 R - ttcgettecttttctgggaatg Ol10-DO7 | (CT)o

F - accaaagtggattgattcgc
R - ttgtgtgaaattgtgagcgg

) _ F - gcgatgttttttcttcagtgtc )
BRMS-043 R - ttaatccctacccacaatttce OI10-D08 | (CT)ss

F - tccgaacactctaagttagctce
R - gagctgtatgtctceegtge

F - aactttgcttccactgattttt F - ggattttcaagactcttcggg

BRMS-050 ) R - ttgcttaacgctaaatccatat OI10-D09 | (GA)zs R - tgccaagttcgtagtcttge
. . ] F - tgagaccctaatcagctgge
B. oleracia derived 0I110-D10 | (GT)s R - agitgogicoagagaccagy
] F - ttcgaagctcattatcgcag ] F - gcatcattgaccctgaaacc
0103-A01 CA)s | 5. ccgggctctctetetetete Ol10-D11 | (CT)ss R - aacctccatttggtaagece
OI09-A02 (CT)ss F aacaaaaaacccttttctcc 0110-D12 | (GT)s F gcaaaacaataactattagattcgtcg
R - gctaagaaagtcgaagacga R -acacacgcacataaacacgc
] F - ctggttttctccttcatcag ] F - ataccgatagtcacggctcg
0109-A03 CAw | 5 ctgtgtagcttttagtcttt OI10-E04 | (GGC)s R - ggtggcaacgtcagattacc
0I109-A06 (GA)1s | F - tgtgtgaaagcttgaaacag OI10-E05 | (GA)ss F - gccagaaacaggagaaatgg




R - taggatttttttgttcaccg

R - aagccgaagaaaataageg

F - atgaaaaccaatccagtgcc

F - tttggaggcacacttctttg

Ol10-A02 (GGC)r | R - gatageagatggaagagecg Ol10-E06 | (GA)s R - cagtggtaaacaaaggagttcaag
s oma | E S o | o, | i
OHOEL2 | (CTi | p dhssoteacagatuctgos OMLFI2 | 168k | R Giitageqpgmocumty
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onvcn |y |C BRSNS | o0y |, | b
OMOGI | e | guageacquacaigagng | O2P%2 | A | icamgangengoiagg
OHOHO2 | (660N | e maace. | O'120% | €T | g tagag
OuoH04 | M | R ooy | O120% | ©Dx | & cooccoritnggs
T B
OILL-BO3 | (BGC) | o g e | OU2F02 | (TOp | SOt S0t
OL-BOS | (AGk« | ' asritcrectogacooty ON2F03 | (CMis |l icechcaatictegto
018U | (A®)r | p dacesmactgtoes OUZF07 | (AG) | & taccccancmpptatis
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onvon [, | TSGR oy riy | oy, | ot
OLLCIO | (CNw | pl Hcitacuctitigeage 026U | (10 | gl ot Ctngamtatty
oo |G| P et | oo | con, |5 o
OIL1.E03 (GCC)e F - gctetcccagtgagaatcac 013-C03 | (AG)ss F - gatcggagatgcgatgagag

R - gaaaaccaatccagtgecty

R - gcatgcaccagtgaaaaactc




F - tgagaccctaatcagctggc

] ] F - ttcgcaactcctectagaate
Ol13-C10 G | 5. agaccagggacgggtcttac Ol3-E08 | (CT)u R - aaggtctcaccaccggagtc
] F - agaggccaacaaagaacace ] F - gtggacgttcatgtcccttc
Ol13-C12 €N | 5. gaagcagcaccagtgacaag Ol13-FO08 | (GA)xr R - cctgaatcgattttcgtettg
] F - ttctccacaccaagcaacac ] F - gtgtgcaggaaacgatgttc
OI13-D02A €Nz | g. tacaggcttggtcgttttce Ol13-G05 | (CCG)s R - gggagtttgaagagaaagcg
OI13-E03 (AGG)s F - ctctgtttectetgeccaac OI13-H09 | (GT)y F - aaggagaggagtgatggacg
R - agggaaggaaaggacacgac R - cacattaaacacggcacagg

*www.brassica.info/resourse/markers/ssr-exchange.php




